Plasmid: NFIF14B 
Amino Acids: 453 
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I ATGGCGCT-GGTGCGC CTCGTCTGCTG C^C T G C T G AC TGCCTGGCACTG NFIF14B 

1 ATGGCGCTGGTGCGCGCACTCGTCTGCTGCCTGCTGACTGCCTGGCACTG NFIF7A 

51 CCGCTCCGGCCTCGGGCTGCCCGTGGCGCCCGCAGGCGGCAGGAATCCTC NFIF14B 

51 C C G C TC C G G C C T C GGGCTGCCCGTGGCGCCCGCAGGCGG C A GGAATCCTC NFIF7A 

101 CTCCGGCGATAGGACAGTTTTGGCATGTGACTGACTTACACTTAGACCCT NFIF14B 

101 CTCCGGCGATAGGACAGTTTTGGC AT GTGACTGACTTACACTTAGACCCT NFIF7A 

151 ACTTACCACATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAAGG NFIF14B 

151 AC T T A C C AC ATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAAGG NFIF7A 

201 TGCAAATGCCTCCAACCCTGGCCCTTTTGGAGATGTTCTGTGTGATTCTC NFIF14B 

201 TGCAAATGCCTCCAACCCTGGCCCTTTTGGAGATGTTCTGTGTGATTCTC NFIF7A 

251 CATATCAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGGACAA NFIF14B. 

251 CAT AT CAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGGACAA NFIF7A 

301 GAAGCATCTTTCAT GATATGGACAGGGGAT AG CCCACCTCATGTTCCTGT NFIF14B 

301 GAAGCATCTTTCATGAT.AOJGGACAGGGGATAGCCCACCTCATGTTCCTGT NFIF7A 

351 ACCTGAACTCTCAACAGACACTGTTA T~A A A T G T G A T C A C T A A T A T G A C A A NFIF14B 

351 ACCTGAACTCTCAACAGACACTGTTATAAATGTGATCACTAATATGACAA NFIF7A 

£ * f+ 4 

40lt; C C A CCATCCAGAGTCTCTTTCCAAATCTCCAGGTTTTC C.C TGCGCTGGGT NFIF14B 

401; CCACCATCCAGAGTCTCTTTCCAAATCTCCAGGTTTTCCCT GCGCT G G G T NFIF7A 

i&M AATCATGACTATTGGCCACAGGATCAACTGTCTGTAGTCACCAGTAAAGT NFIF14B 

45^ AATCATGACTATTGGCCACAGG* NFIF7A 



S(h h GTACAATGCAGTAGCAAACCTCTGGAAACCATGGC TAG AT GAAGAAG.C TA NFIF14B 

473] NFIF7A 

55£i T T-A GTACTTTAAGGAAAGGTGGTTTTTATTCACAGAAAGTTACAACTAAT NFIF14B 

"§j NFIF7 A 

60%* CCAAACCT TAGGAT CATCAGTCTAAACACAAACTT GTACTAC GGCC CAAA NFIF14B 

NFIF7A 

6Zh h TATAATGACACTGAAC'AAGACTGACCCAGCCAACCAGTTTGAATGGCTAG NFIF14B 

473 . _ NFIF7A 

101 AAAGTACATTGAACAACTCTCAGCAGAATAAGGAGAAGGTGTATATCATA NFIF14B 

473 TGTATATCATA NFIF7 A 

751 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT NFIF14B 

484 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT NFIF7A 

801 GAGAGAATACTATAATGAGAAATTGATAGATATTTTTCAAAAATACAGTG NFIF14B 

534 GAGAGAATACTATAAT GAGAAATTGATAGATATTTTTCAAAAGTACA. GT G NFIF7A 

851 ATGTCATTGCAGGACAATTT. TATGGACACACTCACAGAGACAGC AT T A T G NFIF14B 

584 ATGTCATTGCAGGACAATTTTATGGACACACTCACA G'A GACAGCATTATG NFIF7A 

901 GTTCTTTCAGATAAAAAAGGAAGTCCAGTAAATTCTTTGTTTGTGGCTCC NFIF14B 

$34 GTTCTTTCAGATAAAAAAGGAAGTCCAGTAAATTCTTTGTTTGTGGCTCC NFIF7A 
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951 T .G C T G T T A C A C C A G T G A A G A G T G T T T T A G AJl A* A A C A G A C C A A C A A T C C T G ■ NFIF14B 
484 TGCTGTTACACCAGTGAAGAGTGTTTTAGAAAAACAGACCAACAATCCTG NFIF7A 

1001 GTATCAGACTGTTTCAGTATGATCCTCGTGATTATAAAT T A TTGGATATG NFEF14B 
734 GTATCAGACTGTTTCAGTATGATCCTCGTGATTATAAATTATTGGATATG NFIF7A 



1051 TTGCAGTATTACT T GAATC T GACAGAGGCGAATCTAAAGGGA G A G T C C A T 
784 TTGCAGTATTACTTGAAT'CTGACAGAGGCGAATCTAAAGGGAGAGTCCAX 

1101 CTGGAAGCTGGAGTATATCCTGACCCAGACCTACGACATTGAAGATTTGC 
634 CTGGAAGCTGGAGTATATCCTGACCCAGACCTACGACATTGAAGATTTGC 

1151 AGCCGGAAAGTTTATATGGATTAGCTAAACAATTTACAATCCTAGACAGT 
684 AGCCGGAAAGTTTATATGGATTAGCTAAACAATTTACAATCCTAGACAGT 
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L201 AAGCAGTTTATAAAATACTACAATTACTTCTTTGTGAGTTATGACAGCAG NFIF14B 
934 AAGCAGTTTATAAAA T A CTACAATTACTTCTTTGTGAGTTATGACAGCAG NFIF7A 

1251 TGTAACATGTGATAAGACATGTAAGGCCTTTCAGATTTGTGCAATTATGA NFIF14B 
584 TGTAACATGT GATAAGACATGTAAGGCpTT TCAGATTTGTGCAAT TAT GA NFIF7A 



1301 ATCTTGATAATATTTCCTATGCAGAT T?-G CCTCAAACAGCTTTATATAAAG 
*?, 34 CTTGATAATATTTCCTATGCAGATTG CCTCAAACAGCTTTATATAAAG 

1351 C^SL CAATTACTAG 

1084 Cti. CAATTACTAG < 
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FIGURE 3 (CONT'D) 



NFkB Reporter with NFIF 




FIGURE 5 



NFkB Reporter with NFIF 
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FIGURE 6 
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